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Spatiotemporal differentiation Richness Communities diversity

EMO BON in numbers since its launch (June 21)

Richness is generally higher in Portugal and lower in Italy About 23% of organisms are shared across all observatories  
Also, each observatory hosts a unique local community

How different  water communities are across European seas? 

Do sediment communities follow the same pattern?

Spatiotemporal differentiation Richness Communities diversity

Sediment samples are strongly clustered by observatory Samples from Belgium and Italy are more variable across time Italy and Belgium have the highest number of unique organisms

| C. Pavloudi, A. Soccodato, I. Santi, & the EMO BON consortium
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